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DEFINITION Methywlocaldum sp. DFE partial 163 rRNA zene, strain SFE.
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KEYWORDS 163 ribosomal RMA; 163 rENA zene.
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ABUTHORS  Knief,C.
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AUTHORS  Knief,C. and Dunfield,P.F.
TITLE Response and adaptation of different methanotrochic bacteria to low
methane mixing ratios
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swine_H3N2__AY363574_HongKong ~  —————- CTAACCGAGGTCGAAACGTACGTTCTTTCTATCATCCCGTC
swine_H3N2__AY363580_HongKong ~  —————— CTAACCGAGGTCGAAACGTACGTTCTTTCTATCATCCCGTC
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